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11:40-11:55 &M B: Hijacking the Guardian: How a Pathogenic Effector Kinase
Selectively Targets Eukaryotic Hsp90

X ¥R PERNEZEAKRE
B : Probing Orientational Dynamics of Peripheral Membrane
Proteins by Paramagnetic NMR

W PR BREIWXRE
B : Engineering RNA-binding Proteins into Designer RNases Guided by
NMR and Electrostatic Catalysis

12:25-13:30 F&8/FIK _

%
12:10-12:25 ]

=10z




B /5 S 0 DB IR T A 4 o

H % % HE
20250FE8H9H T

REE B AREBBIEIZMR
& B: Molecular Basis for Primer Synthesis Initiation by DNA Primase

RER LERKKE
13:45-14:00 M B: 'F-NMR signatures relate biased G protein/ B -arrestin signaling
by A2AAR to two different conformational states

Session 3: WHIRSEWMDFLHE 1
IEA XJIL,\E/HJK*LUJ

AL HRA PENZRESEMERREIERARHA
A B: BARANECRBEFARNZEBRIRAR

AFEH WMRA PENZREMMIBHRRR
B B: RNAGREWBTESRARE

AITE IR ERAE
14:30-14:45 f1 B: Evolutionarily Shaped Conformational Dynamics Determine Hsp40
Function in Proteostasis and Pathology

HEFE MHRR PRREBEBNSERNZSEZACIHARIR
B B: Integrating NMR and MD simulations to decipher GPCR dynamics

M B BIR REXRE
15:00-15:15 A B : eATP sensing by the purinergic receptor PA2072 for allosteric
modulation in intracellular c-di-GMP signaling

SFEHA R PERSZRAKRS
15:15-15:30 g1 B : Structural Mechanism of Insect Cuticular Protein Binding to
Chitin revealed by Solid-State NMR

REE B HXBREKXE
15:30-15:45 A B : Atomic-Level Architecture and Assembly Mechanism of RIPK1
RHIM Revealed by Integrated Structural Biology

15:45 -16:00 &N -

=1 =



----------------------------------------------------------------------------------------------------- grezEeustrAvs NG

H & % HE

Session 4: WHIREZ

.................................. ERFA: KX
16:00-16:25 BRI IR ERKZE
' i B B: SHUusERENIRNRE
g g R ARKZE
16:25-16:40
f B: RF Coil Design for High Field MRI Application
T SREB IR EBINXE
B B B: RYUSKSEAUERRSE
w SN ST o A
16:55-17:10 BiaR 3R WIKXKE

B B: MBEZEERBEFIDeEwERRE

17:10-17:40 RNIRS
FTIFA: PEE

18:20-20:00 B E
FEHITOXFAEKBIE500S-189 « — @K
20:30-21:30 Poster session

FEMBFELXEEK180SF2EREZESMC (BX)

immmmmy o

) ;'[%5& W 1 2 g



D /5 S 0 DB IR T A 4 oo

H % % i
2025F8H108H Lt

08:30-09:05 KeynoteiR&E /TR A: BEGKRLT
BfiX HRA PERZRELEEBENAEYSELSZRXARDIN
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